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The success of Bioinformatics in recent years has been prompted by research in molecu-
lar biology and medicine in initiatives like the human genome project. The volume and 
diversification of data has increased so much that it is very hard if not impossible to 
analyze it by human experts.  
The analysis of this growing body of data, intensified by the development of a 
number of high-throughput experimental techniques that are generating the so called 
'omics' data, has prompted for new computational methods. New global approaches, 
such as Systems Biology, have been emerging replacing the reductionist view that 
dominated biology research in the last decades, requiring the coordinated efforts of 
biological researchers with those related to data analysis, mathematical modelling and 
computer science. Computational methods have been helping in tasks related to 
knowledge discovery, modelling and optimization tasks.  
This workshop brings the opportunity to discuss applications of Bioinformatics and 
Computational Biology exploring the interactions between computer scientists, biolo-
gists and other scientific researchers. The IWPACBB technical program includes 29 
papers (23 long papers and 6 short papers) selected from a submission pool of 51 
papers, from 9 different countries. 
We thank the excellent work of the local organization members and also from the 
members of the Program Committee for their excellent reviewing work. 
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Juan F. De Paz 
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Joel P. Arrais, João G.L.M. Rodrigues, José Luis Oliveira . . . . . . . . . . . . . 74
Implementing an Interactive Web-Based DAS Client
Bernat Gel, Xavier Messeguer . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . 83
Data Integration Issues in the Reconstruction of the
Genome-Scale Metabolic Model of Zymomonas Mobillis
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José-Oscar H. Send́ın, Antonio A. Alonso, Julio R. Banga . . . . . . . . . . . . . 197
Mathematical Models
SimSearch: A New Variant of Dynamic Programming Based
on Distance Series for Optimal and Near-Optimal Similarity
Discovery in Biological Sequences
Sérgio A.D. Deusdado, Paulo M.M. Carvalho . . . . . . . . . . . . . . . . . . . . . . . . . 206
Tuning Parameters of Evolutionary Algorithms Using ROC
Analysis
Lino Costa, Ana Cristina Braga, Pedro Oliveira . . . . . . . . . . . . . . . . . . . . . . 217
Speeding-Up ACO Implementation by Decreasing the
Number of Heuristic Function Evaluations in Feature
Selection Problem
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Jordi Solé-Casals, Carlos M. Travieso, Jesús B. Alonso,
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